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RIRMEBUREIRIBRN TG A

1 SEH

AARAERLE 1 E PR TS X e B D T IRE L B (R AT BR A . BRORT e B VR AT B . R A
WG RE IRTE . KR A IREHO157:HT . RIVAILIEINEE 6107 B A2 R K h A e R ol . Sk
W MR R 1Y) 2 EPCREEAR N ik

AR T B PR ORI X e BB b T IR L < (R & BRI . BRUR e B VR AT IR . A% 4
WA ZEIR IR . KR A R O157:H7« BITE ML . G059 R A R K A g B I i . F Rk
W 7P IMER R 1 PR AT

2 HeMsImxH

N HSCAE A P 2 I S A AR T | R T A RSCAR SO A AN AT SRR o R 3 H R 51 A S
A% H A R AR ASE B T A St ASvE H ARSI SO, HschioR CRFEITE e EHTA
A

GB 4789.4-2016 B ZaEZAAME SMEMEMFRE Wi IKRERL;

GB 4789.7-2013 & i E Kb ME B MY FRES BV i I A5 5

GB 4789.10-2016 £ dhc 2 E K ARiE B M AEY) AT 40 €07 &) PR AL 50 5

GB 4789.30-2016 1/ &4 E Kbl &M= PR 40 i 38 A 2= R I B A 56 5

GB 4789.36-2016 i &4 EE bl & MMAEN R KFRA IKE O157:H7T/NM k5%

GB 4789.40-2016 &t &4 E bRt &MY ARG 0 2 m A 1 8 (B0 T B )36 5

GB 4789.44-2020 it %4 E bRt & AR50 B4 IR K56 5

GB 8538-2016 & i &4 B FKAniE TR RN IR KR 56 5 2+

3 ARIBFENX

Z HE R AN (MPCR)  Multiplex Polymerase Chain Reaction

N W% E5|YPCRE(E G PCR, ERAER —PCRIMAKFR BN EPs UL ESIY), R G H 24
2 v Beif) PCR L, G o Ji 3 AR 3 [ e 471 S 0 vl A8 Ve il oy B, ZEDNA SR & g 4 F R i
I SORE 2 AE T 5 AR RRAR PP 51 it R P 2 51 P70 0l S5 Rl DNA PR 26 B L RH S P — B LA e 1 R AR IR K
M4, #F/E DNA EEEERI/ERT CLUA I A IR (ANTP) NEY), (85445 LAE A,
SRIG AT ST ARE . AR KRR —JEFR, AR 3G 1 2L D8 F B DA LA s B 3

4 WHFEME

B A E s, AT A AR A . SEE0 KRR A GB/T 6682H — KM « B il if45
F TCDNARGTS GL i) 2245 5 344
4.1 Tag DNAR A i
4.2 dNTP: dATP. dTTP. dCTP. dGTP
4.3 DNAFEHGRF: FREXO.1g chelex 100 #3A, M 100mlK #2818 /KHF, BEAIRIAT . o w]fd FH @btk
FIDNAFZ B & o
4.4 10X PCRZEM#: 200 mmol/L Tris-HCI(pH 8.4), 200 mmol/L KCI, 15 mmol/L MgCl,
4.5 515 MR 1
4.635 T bk
4.7 GelRed=GelGreent% 15 F1 4.5
4.8 4y 7EHric: 100 bp DNA ladder
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4.9 5X TBEHLIKZE . Tris 54g, #HEZ 27.5g, 0.5 mmol/L EDTA (pH 8.0) 20ml, JNZ&1E/KZ1 000 ml,
ffi FH IS 6B 0.5 X TBE FLIK 28
4.10 6 X INFEZ2 P

5 {YEEAEE

5.1 PCR 1%

52 BN BKEEA/NT 13 000 1/ min

5.3 BHMEER B AX

5.4 HKAC BUAEHIE. AVKAE. R (KEE>10 em) AT
5.5 PHEMWAS: 10uL. 100uL. 200uL. 1000uL

5.6 THIEKHH: 100°C

5.7 JEEREFRM: 36'CE1TC, 42TC+1TC

58 KF: EE0.1g. 001g

6 HMLR

6.1 HmblE. EBEBEFMITE

VITIREE FRE i % 34 B35 IR A0 520 R4 IR GB 4789.4-201633H1T .

S O B BRI IRE S 2% Y BRI 2y B D IR IZ R GB 4789.10-20161317 o

Bl U85 5 55 AT TR FRIRE i 6 3 B R R AN 00 B D IR % IR GB 4789.40-2016

AR 2 3 A 2 BT AR D TR TR ot 1) 6« R ER S R AN 20 B 2D IR 4% R GB 4789.30-201633H1T -

KIGEA IR O157:H7/NMFIFE i il 2 3 B85 77800 2520 R I% IR GB 4789.36-201631317 »

B I IR PR i ) % . B B B IR AN 3 D IR I% HEGB 4789.7-2013 31T .

B4 ICER [PIARE 1) £ B B S 7R A B 2D R I% HEGB 4789.44-20205347 «

SRR R . SERERREE . PR IR TR AR A . SRR IR AN B D IR I GB 8538-2016317 .
R, AR — I B DL PCRES S FAVERT, SR E bR 5 47 58 00F .

6.2 154R DNA BIHI &

6.2.1 MR AL DNA fill %

S, 1H 55 27 (10 AH 35000 B B4 B VR (R R B R I B — R 38 BD Tml, & 1.5ml To B B0
6 000 r/minf 05 min, 584 %FR Ei: MA30uL DNASREUK, RA1)EHE/K# 10min, 12 000 r/minfS 0
15min, HUEJERAF T-20°C & FH AR I, -t o] {5 R 7 ol A P DINA B HICR 771 50 42 1 15 B o] 46 A5 AR
DNA.

6.2.2 TJEEBEVEIEAR DNA il &
SAH R ATEEE TR, MA30uL DNASEEUR, FILIES.2. 10 B & R DNA DA A .

6.3 % & PCR ¥ 1%

6.3.1 £ PCR § #{k %

10X PCRZE M 2.5uL, 514%%10.2-1uM, dNTPs 0.2mM, DNAR&8F1.25U, TR KHMEE25ul.
Z EPCRALE WMt %2. "% & A PCRE M. ANTPH Taghf 45 il 7 i £ HPCR IR 31T £ EEPCR
I8,
6.3.2 2 PCR R M B ¥

94°CTiAZVESmin, 30MEH: 94°CAEYE] min, 58°CiEk30s, 72°CIEMH30s; 72°C ZEAH 10min)54°C
RAF-
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6.3.3 i

o 3k A A 2 S A B RH T R BRI S xR B B O A B BE S R 4> T DNA
BT ARDNA, S BN K AT B ATCC259228dF0 157 K AT B HARDNA, 25 X RN T 7K -
6.3.4 ZFH PCR ¥ 84 /=¥ W ik ks Il

FH0.5 X TBEZZ M FC 1] 1.5%E5 A AR B K 5% F 78 4k e oA 4k 3] s o N A% R % B 591 ) P o 78 L K A9
TON ELUKZR hi,  ASRTH AL e 2-3mm e 43T B 1) 22 EEPCRY™ 3G 7240 4 Sl FIKH . 116 X OMASE 2% e iR e
A, skE, HAF—FLInA100 bp DNA ladder. 4V/emfHJE, H#K20-30 min, %84MEERCRAZA T W82 L ik
iR, MBIl g

7 GEREFE

7.1 PCR 3 1 P40 B8 5k & T £
- BUF EHPCRY 4 P24 K/ WL 1.
7.2 HERF)E
7.2.1 SRR SE R
I 6 HEL S BT /N R 4 2%
I 4 St HE A 0 LA R /N R B 1 2%

2% R IEOR R LTI /N R 18 26
CLEFEARA — TUATT & LB R SR 58 TE R -

7.2.2 HEHRHE
R f B . H A T T RN B8 257, U0 8 A i Rz b B b vl ml BERH M, ] 5B BH A
1 GB 4789 5 GB 4789.13 #HATHAIE, &4k B DL E Ao 45 58 A o
DAL b AR BT NP 18 267, NBAPESE R

8 EFMIEFNRG LS E
8.1 WNTIEFHEFY, WERSEIIE.
8.2 M I RHIE R X5 RHFEFE R 1RER GB/T 27403-2008 H i D B ERIT-
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P 1
CHEYE 1 B 378

Ho 1 % FHPCRAS I T 51 40 S Ly 38724 K

B T 44 511 51)(5't03") FEY RN
o CCGCATCCCCTGAATTTAC
WITIKE 116
CTGTGCATTAATACCCGCTG
4dtaminisk | TACAGGACGATTTATTGCCAG
R 396
] GTTCCCGATTCTTATCTACAGC
g T | GATGGCAACAATACGTTCGAC
- 507
23] AACAGCAAACGGGATATTGA
R A GCTTAATAACCCCTGACCG
1 260
ZE TR IR AATCCCAATCTTCCTAACCAC
Sl B CGGAACAAAACCATGTGCA
450
O157:H7/NM CCATTCCACCTTCACCTGT
. » TCCCCAATTTCCAATCGTCT
B IR S 400

GAAGATTACCCGCTTGCTGTG

(URPIENE]

CTCCTGACGCCAAAATTGTCC

868

CAGCCGTTAACCGAACCAC
N GCTGGGACATCAACTAAAGTC
PR AR T 463
CGCTATCAACGGCAGTAAC
-\ V TGGAAGGCGGACTGATGT
i 3 A B O A 106
CCTCGTAATGCGGGAATG
‘ e GGGCATTTTTCTTTCGGGATTA
REEFR 602

CCGCTTGCCTCGCCTTCTA
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b %2
CGIRIEMER %)
B0 16 2 HEPCRIG A £
e 10XPCR &Ml | dNTPs | DNA KA TR E

b (uL) (mM) V) (uM)

R VIR E: 04
//'”5\%%5 2.5 0.2 1.25 DITRE: §

(0 PR 1A SHEORAHRE: 08
LA L A 2 AR R 2 AR T 0.2
WRFIRE . K 2.5 0.2 1.25
45 IR 0157 K57 K H O157:H7: 0.2
= b g I ﬁl NS J —H‘.
aaU{ﬁJﬂliiﬁ'I&\ 55 02 L5 Bl INE: 0.8

B N B BEINE: 0.2
B R B P B S BRI : 0.8

s 2.5 0.2 1.25

FEBERKIA R 0:4
B0 o, 2 AT B 2.5 0.2 1.25 0.2
PR TR T 2.5 0.2 1.25 0.2
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